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Abstract 
Cellulose is an essential component of the plant primary and secondary cell walls. Isolation of 
active cellulose synthases (CesA) has been difficult to achieve for a number of reasons, including 
the loss of activity during disruption of the plant tissue prior to membrane enrichment. Thus, the 
use of transcript analysis is a possible approach to identify the gene encoding CesA.  
Cellulose synthase catalytic subunit genes, CesA, have been discovered in several higher plant 
species, and it was shown that the CesA gene family had multiple members. Thus, there are 10 
CesA genes in Arabidopsis, 12 in rice, 8 in barley, about 12 in maize and 18 in Populus 
trichocarpa. The aim of this study is development of specific molecular markers to CesA-1 and 
CesA-6 genes encoding corresponding cellulose synthase subunits of flax.  
Two pairs of specific primers to the certain fragments of СesA-1 and СesA-6 genes were 
developed based on comparison of six CesA EST sequences of flax obtained from GenBank 
(EF409998-EF410000, EF214742-EF214744). After the amplification of flax cDNA, bands of 
expected size were detected (201 and 300 b.p. for the СesA-1 and СesA-6 respectively). The 
identity of the obtained PCR fragments to the СesA EST loci was proved by sequencing. The 
developed markers can be used for identifying these genes and estimating their expression by the 
quantitative Real-time PCR.  




